Protein-protein, protein-DNA and protein-ligand interactions are crucial for almost all processes in biochemistry, chemistry and biology of a living cell, and are the objects of intensive studies that start with in silico and in vitro analyses. Although, various powerful techniques in monitoring these interactions are being explored, still, continuous searches for the most proximate or similar experimental circumstances that can best describe the native protein target species interactions are being conducted. And we can say that each specific case needs and explores unique system analyses. Therefore, this thematic issue is going to present and discuss in which way proteinprotein, protein-DNA and protein-ligand interactions are being monitored, staring from computational biology and computational added drug-design, through molecular biology and classical biophysical techniques, such as, circular dichroism, fluorescence, Sec-Malls, ELISA, ITC, ultracentrifugation. Then, giving a brief review of structural biology techniques, X-ray diffraction and NMR. Continuing with the biochemical methods in monitoring protein-protein, protein-DNA and protein-ligand interactions. And at last, but not at least, finishing with the use and application of protein target species interactions in biosensors.
